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<210> 1 
<211> 10 
<212> PRT 

<213> Unknown Organism 
<220> 

<223> Description of Unknown Organism: Beta globin 
precursor 

<400> 1 

Leu Val Val Tyr Pro Trp Thr Gin Arg Phe 
15 10 



<210> 2 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 2 

ctggttgtct acccctggac tcagag 



<210> 3 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 



2 



<223> Description of Artificial Sequence: Primer 
<400> 3 

ctctgagtcc aggggtagac aaccag 2 6 



<210> 4 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 4 

ctcaggatcc acatgcagct tatcacag 2 8 



<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 5 

cagcacaacc actagcacat tgcc 24 



<210> 6 
<211> 613 
<212> DNA 
<213> Rattus sp. 



<400> 6 

cacaaactca gaaacagaca ccatggtgca cctgactgat gctgagaagg ctgctgttaa 60 

tggcctgtgg ggaaaggtga accctgatga tgttggtggc gaggccctgg gcaggctgct 120 

ggttgtctac ccttggaccc agaggtactt tgatagcttt ggggacctgt cctctgcctc 180 

tgctatcatg ggtaacccta aggtgaaggc ccatggcaag aaggtgataa acgccttcaa 24 0 

tgatggcctg aaacacttgg acaacctcaa gggcaccttt gctcatctga gtgaactcca 3 00 

ctgtgacaag ctgcatg.tgg atcctgagaa cttcaggctc ctgggcaata tgattgtgat 3 60 

tgtgttgggc caccacctgg gcaaggaatt caccccctgt gcacaggctg ccttccagaa 42 0 

ggtggtggct ggagtggcca gtgccctggc tcacaagtac cactaaacct cttttcctgc 480 

tcttgtcttt gtgcaatggt caattgttcc caagagagca tctgtcagtt gttgtcaaaa 54 0 

tgacaaagac ctttgaaaat ctgtcctact aataaaaggc atttactttc actgcaaaaa 600 
aaaaaaaaaa aaa 613 



<210> 7 

<211> 613 

<212> DNA 

<213> Rattus sp. 

<220> 

<221> CDS 

<222> (23) . . (463) 



<400> 7 

cacaaactca gaaacagaca cc atg gtg cac ctg act gat get gag aag get 52 

Met Val His Leu Thr Asp Ala Glu Lys Ala 
15 10 

get gtt aat ggc ctg tgg gga aag g.tg aac cct gat gat gtt ggt ggc 100 
Ala Val Asn Gly Leu Trp Gly Lys Val Asn Pro Asp Asp Val Gly Gly 
15 20 25 

gag gec ctg ggc agg ctg ctg gtt gtc tac cct tgg acc cag agg tac 148 
Glu Ala Leu Gly Arg Leu Leu Val Val Tyr Pro Trp Thr Gin Arg Tyr 
30 35 40 

ttt gat age ttt ggg gac ctg tec tct gec tct get ate atg ggt aac 196 
Phe Asp Ser Phe Gly Asp Leu Ser Ser Ala Ser Ala lie Met Gly Asn 
45 50 55 

cct aag gtg aag gee cat ggc aag aag gtg ata aac gee ttc aat gat 244 
"Pro Lys Val Lys Ala His Gly Lys Lys Val lie Asn .Ala Phe Asn Asp 
60 65 70 

ggc ctg aaa cac ttg gac aac etc aag ggc acc ttt get cat ctg agt 292 
Gly Leu Lys His Leu Asp Asn Leu Lys Gly Thr Phe Ala His Leu Ser 
75 80 85 90 

gaa etc cac tgt gac aag ctg cat gtg gat cct gag aac ttc agg etc 340 
Glu Leu His Cys Asp Lys Leu His Val Asp Pro Glu Asn Phe Arg Leu 
95 100 105 

ctg ggc aat atg att gtg att gtg ttg ggc cac cac ctg ggc aag gaa 388 
Leu Gly Asn Met lie Val lie Val Leu Gly His His Leu Gly Lys Glu 
110 115 120 

ttc acc ccc tgt gca cag get gec ttc cag aag gtg gtg get gga gtg 436 
Phe Thr Pro Cys Ala Gin Ala Ala Phe Gin Lys Val Val Ala Gly Val 
125 130 135 

gee agt gee ctg get cac aag tac cac taaacctctt ttcctgctct 483 
Ala Ser Ala Leu Ala His Lys Tyr His 
140 145 

tgtctttgtg caatggtcaa ttgttcccaa gagagcatct gtcagttgtt gtcaaaatga 543 

caaagacctt tgaaaatctg tcctactaat aaaaggcatt tactttcact gcaaaaaaaa 603 

aaaaaaaaaa 613 



<210> 8 
<211> 147 
<212> PRT 
<213> Rattus sp . 



<400> 8 

Met Val His Leu Thr Asp Ala Glu Lys Ala Ala Val Asn Gly Leu Trp 
1 5 10 15 



Gly Lys Val Asn Pro Asp Asp Val Gly Gly Glu Ala Leu Gly Arg Leu 
20 25 30 

Leu Val Val Tyr Pro Trp Thr Gin Arg Tyr Phe Asp Ser Phe Gly Asp 
35 40 45 

Leu Ser Ser Ala Ser Ala lie Met Gly Asn Pro Lys Val Lys Ala His 
50 55 60 

Gly Lys Lys Val lie Asn Ala Phe Asn Asp Gly Leu Lys His Leu Asp 
65 70 75 80 

Asn Leu Lys Gly Thr Phe Ala His Leu Ser Glu Leu His Cys Asp Lys 
85 90 95 

Leu His Val Asp Pro Glu Asn Phe Arg Leu Leu Gly Asn Met lie Val 
100 105 110 

lie Val Leu Gly His His Leu Gly Lys Glu Phe Thr Pro Cys Ala Gin 
115 120 125 

Ala Ala Phe Gin Lys Val Val Ala Gly Val Ala Ser Ala Leu Ala His 
130 135 140 



Lys Tyr His 
145 



<210> 9 
<211> 620 
<212> DNA 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: RNBGLO 



<400> 9 

tgcttctgac 

ctgatgctga 

gtggcgaggc 

gctttgggga 

gcaagaaggt 

cctttgctca 

ggctcctggg 

cctgtgcaca 

agtaccacta 

gagcatctgt 

aaggcattta 



atagttgtgt 
gaaggctgct 
cctgggcagg 
cctgtcctct 
gataaacgcc 
tctgagtgaa 
caatatgatt 
ggctgccttc 
aacctctttt 
cagttgttgt 
ctttcactgc 



tgactcacaa 
gttaatggcc 
ctgctggttg 
gcctctgcta 
ttcaatgatg 
ctccactgtg 
gtgattgtgt 
cagaaggtgg 
cctgctcttg 
caaaatgaca 



actcagaaac 
tgtggggaaa 
tctacccttg 
tcatgggtaa 
gcctgaaaca 
acaagctgca 
tgggccacca 
tggctggagt 
tctttgtgca 
aagacctttg 



agacaccatg 
ggtgaaccct 
gacccagagg 
ccctaaggtg 
cttggacaac 
tgtggatcct 
cctgggcaag 
ggccagtgcc 
atggtcaatt 
aaaatctgtc 



gtgcacctga 60 
gatgatgttg 120 
tactttgata 180 
aaggcccatg 24 0 
ctcaagggca 300 
gagaacttca 360 
gaattcaccc 420 
ctggctcaca 480 
gttcccaaga 540 
ctactaataa 600 
620 



<210> 10 
<211> 6 
<212> PRT 

<213> Unknown Organism 



<220> 

<223> Description of Unknown Organism: Hexapeptide 



<400> 10 

Val Tyr lie His Pro Phe 
1 5 



